cation on a twofold rotation axis, exhibiting a distorted octahedral coordination geometry. The equatorial plane is formed by two N,O-bidentate 1H-imidazole-4-carboxylate ligands and the axial positions are occupied by water molecules. The crystal packing consists of a three-dimensional network stabilized by O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds, together with weak -interactions [centroid-centroid distance = 3.577 (2) Å ] between the imidazole rings.
Related literature
For the isostructural zinc(II) and cadmium(II) complexes, see: Yin et al. (2009) ; Shuai et al. (2011) . For related homoleptic compounds, see: Kondo et al. (2003) ; Gryz et al. (2007) ; Zheng et al. (2011) .
Experimental
Crystal data [Co(C 4 Table 2 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SUPERFLIP (Palatinus & Chapuis, 2007 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 
Refinement
All atoms except H were refined anisotropically. H atoms of the water molecule were located in a Fourier difference map and refined isotropically with O-H bond lengths restrained to 0.84 (2) Å. All imidazole H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å, N-H = 0.86 Å and U iso (H) = 1.2U eq (C,N).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011 ); cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SUPERFLIP (Palatinus & Chapuis, 2007 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 Figure 1
showing atom labelling for the asymmetric unit and 50% probability displacement ellipsoids.
Figure 2
View of the crystal packing along the crystallographic a axis (hydrogen bonds represented as dashed lines).
(I)
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

